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□ 1:D14717. Human mRNA for 
la...[gi:285916] 



Related Sequences, OMIM, Protein, PubMed, Taxonomy, 

UniSTS, LinkOut 



LOCUS HUMERK 1225 bp mRNA linear PRI 23-JUN-1999 

DEFINITION Human mRNA for large erk kinase. 

ACCESSION D14717 

VERSION D14717.1 GI:285916 

KEYWORDS large erk kinase. 

SOURCE Homo sapiens gastric carcinoma, cDNA to mRNA, clone HI. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (sites) 

AUTHORS Chan, J. and Watt,V.M. 

TITLE eek and erk, new members of the eph subclass of receptor 

protein- tyrosine kinases 

JOURNAL Oncogene 6 (6), 1057-1061 (1991) 

MEDLINE 91296384 
REFERENCE 2 (sites) 

AUTHORS Iwase,T., Tanaka,M., Suzuki, M. , Naito,Y., Sugimura,H. and Kino, I. 

TITLE Identification of protein-tyrosine kinase genes preferentially 

expressed in embryo stomach and gastric cancer 

JOURNAL Biochem. Biophys . Res. Commun. 194 (2), 698-705 (1993) 

MEDLINE 93343925 
REFERENCE 3 {bases 1 to 1225) 

AUTHORS Iwase,T. 

JOURNAL Unpublished (1993) 
COMMENT Submitted (23-MAR-1993) to DDBJ by: 

Toshio Iwase 

First Department of Pathology 

Hamamatsu University 

School of Medicine 

3600 Handa-cho, Hamamatsu 

Shizuoka 431-31 

Japan 

Phone: 053-435-2220 
Email : toiwase@ddbj .nig. ac. jp 
Fax: 053-435-2225. 
FEATURES Location/Qualifiers 
source 1 . . 1225 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/tissue_type= "gas trie carcinoma" 
gene 1 . . 1044 

/gene="large erk" 
- CDS <1..1044 

/gene=" large erk" 

/ f unction="protein-tyrosine kinase" 
/codon_start=l 
/product="large erk kinase" 
/protein id=" BAAQ3537 . 1 " 
/db xref="GI:285917" 
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BASE COUNT 
ORIGIN 

1 



283 



/ 1 ranslat ion= " LKLPGKRE I FVAIKTLKSGYTEKQRRDFLSERS IMGQFDHPNVI 

H LEG WTKS T P VM 1 1 TE FMENG S L DS FLRQN DGQ FT V I QL VGMLRG I AAGMKYLADMN 

YVHRDLAARNILVNSNLVCKVSDFGLSRFLEDDTSDPTYTSALGGKIPIRWTAPEAIQ 

YRKFTSASDVWSYGIWIWEVMSYGERPYWDMTNQDVINAIEQDYRLPPPMDCPAALHQ 

LMLDCWQKDRNHRPKFGQIVNTLDFCMIRNPNSLKAMAPLSSGINLPLLDRTIPDYTSF 

NTVDEWLKAIKMGQYKESFANAGFTSFDVVSQMMMEDILRVGVTLAGHQKKILNSIQV 

MRAQMNQIQSVEV" 

94 . . 95 

/gene="large erk" 
/citation=[l] 
/replace- "gc" 
220. .225 

/gene="large erk" 
/citation= [1] 
/replace="gtaggg" 
a 386 c 329 g 227 t 



// 



61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 



ctgaagctgc 
acggagaagc 
cccaacgtca 
gagttcatgg 
gtcatccagc 
atgaactatg 
tgcaaggtgt 
tacaccagtg 
taccggaagt 
atgtcctatg 
gagcaggact 
ctggactgtt 
ctagacaaga 
atcaacctgc 
gagtggctga 
acctcctttg 
ttggctggcc 
cagattcagt 
ccgccccctc 
ctcgccagga 
agaaaacatg 



caggcaaaag 
agcgccggga 
tccacctgga 
agaatggctc 
tggtgggcat 
ttcaccgtga 
cggactttgg 
ccctgggcgg 
tcacctcggc 
gggagcggcc 
atcggctgcc 
ggcagaagga 
tgatccgcaa 
cgctgctgga 
aggccatcaa 
acgtcgtgtc 
accagaaaaa 
ctgtggaggt 
tgccccacgt 
ggccacgggc 
caactcaaac 



agagatcttt 
cttcctgagc 
gggtgtcgtg 
cctggactcc 
gcttcggggc 
cctggctgcc 
gctctcacgc 
aaagatcccc 
cagtgatgtg 
ctactgggac 
accgcccatg 
ccgcaaccac 
tcccaacagc 
ccgcacgatc 
gatggggcag 
tcagatgatg 
aatcctgaac 
ttgacattca 
gccggccctc 
acgggaagaa 
gacgg 



gtggccatca 
gaacgctcca 
accaagagca 
tttctccggc 
atcgcagctg 
cgcaacatcc 
tttctagagg 
atccgctgga 
tggagctacg 
atgaccaacc 
gactgcccag 
cggcccaagt 
ctcaaagcca 
cccgactaca 
tacaaggaga 
atggaggaca 
agtatccagg 
cctgcctcgg 
ctggtgctct 
ccaagcggtg 



agacgctcaa 
tcatgggcca 
cacctgtgat 
aaaacgatgg 
gcatgaagta 
tcgtcaacag 
acgatacctc 
cagccccgga 
gcattgtcat 
aggatgtaat 
ctgccctgca 
tcggccaaat 
tggcgcccct 
ccagctttaa 
gcttcgccaa 
ttctccgggt 
tgatgcgggc 
ctcacctctt 
atccactgca 
ccagccacga 



gtcgggctac 
gttcgaccat 
gatcatcacc 
gcagttcaca 
cctggcagac 
caacctggtc 
agaccccacc 
agccatccag 
gtgggaggtg 
caatgccatt 
ccaactcatg 
tgtcaacacg 
ctcctctggc 
cacggtggac 
tgccggcttc 
tggggtcact 
gcagatgaac 
cctccaagcc 
gggccagcca 
gacgt caeca 
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